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Evolution and Application of Structural Genomics
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Having finished the world-booming human genome project, biotechnologists are developing new
science and technologies, collectively called "post-genome”. In this article structural genomics, which
is based on genome analysis and structural analysis of proteins, is reviewed in terms of current status
and future prospects. Additionally genome-based drug discovery, which is considered primary application
field of structural genomics, is described with author's finding on an obesity-related receptor molecule.
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